SEQUENCE LISTING 



(1) GENERAL VnFORMATION : 

(i) APPLICANT: Agrawal, Sudhir 

<^^^ TTTlAoF INVENTION: MODIFIED PROTEIN KINASE a-SPECIFIC 
TITLE\OF^NV^^_^^^^ ^ METHODS OF THEIR USE 

(iii) NUMBER \oF SEQUENCES: 8 



-a 



(iv) 



(V) 



(vi) 



^jy (viii) 




(ix) 



>ENCE ADDRESS: 
ADdVeSSEE: Lappin & Kusmer 

(B) STR&:T: 200 State Street 

(C) CITY\ Boston 

(D) STAT A: MA 

(E) COUNTRY: USA 

(F) ZIP: 0^109 

COMPUTER RELIABLE FORM: 

(A) MEDIUM TYPE: Floppy ^^^k 

(B) COMPUTEl\ IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE :\ Patentin Release ffi.u, 

CURRENT APPLIC^ION DATA: 

(A) APPLICATIOrj NUMBER: US 

(B) FILING DAT] 

(C) CLASSIFICATION: 

ATTORNEY /AGENT INFORMATION: 

(A) NAME: Kerne r \ Ann -Louise 

(B) REGISTRATION NUMBER: 33,5^ 

(C) REFERENCE/DOCKET NUMBER: HYZ-050 

TELECOMMUNICATION iWoRMATION: 

(A) TELEPHONE: 617-^30-1300 

(B) TELEFAX: 617-33^-1311 



Version #1.30 



(2) INFORMATION FOR SEQ ID NO: 



3\: 



(i) SEQUENCE CHARACTERISTK 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid ) 

(C) STRANDEDNESS : singl- 

( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: DNA 



\ 
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(iii) HYPOTHETICAL : NO 
(iv) ANTI-^ENSE: YES 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 
GCGTGCCTCC TCACTlpGC 
( 2 ) INFORMATION FOR SEQ ID NO : 2 : 

( i ) SEQUENCEX CHARACTERISTICS : 

(A) LENGTH: 18 base pairs 

(B) TYPa: nucleic acid 

(C) STRAMDEDNESS : single 

(D) TOPCmOGY: linear 



18 



i3 (ii) MOLECULE TyPE : DNA 
(iii) HYPOTHETIC^ : NO 
( i V ) ANTI - SENSE : \ YES 

(xi) SEQUENCE DEs\:RIPTION : SEQ ID NO : 2 
G^GCGCCTCC TCGCTGGC 
JtS) INFORMATION FOR SEd ID NO : 3 



2 [As: 



18 



( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: la base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY : linear 



(ii) MOLECULE TYPE: D1[JA 
Lii) HYPOTHETICAL: NO 
(iv) ANTI-SENSE: YES 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 
GCATGCTTCC ACACAGGC 
(2) INFORMATION FOR SEQ ID n6 : 4 : 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18 base toairs 

(B) TYPE: nucleic acUd 

(C) STRANDEDNESS : sii^gle 




18 
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{ D ) TSOPOL.OGY : 1 inear 
(ii) MOLECU1L.E TYPE: DNA/RNA 
(iii) HYPOTHB|piCAL : NO 
(iv) ANTI-SENSE: YES 

(xi) sequence! DESCRIPTION: SEQ ID NO : 4 
GCGUGCCTCC TCACUGOC 
(2) INFORMATION FOR SEQ ID NO : 5 : 



18 



(i) 



SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: \nucleic acid 

(C) STRANDteDNESS : single 

(D) TOPOLOGY : linear 

(ii) MOLECULE TYHE : DNA/RNA 
;S (iii) HYPOTHETICAL 4 NO 
T> (iv) ANTI-SENSE: YES 

r. (xi) SEQUENCE DESCI^PTION: SEQ ID NO : 5 

S:gcgcctcc tcgcuggc 

: — 

3 

INFORMATION FOR SEQ llD NO : 6 : 

i (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18\base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNE^ : single 

(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: Dl^/RNA 

(iii) HYPOTHETICAL: NO 
(iv) ANTI-SENSE: YES 

(xi) SEQUENCE DESCRIPTIck: SEQ ID NO : 6 



18 




18 



GCGTGCCUCC UCACTGGC 
(2) INFORMATION FOR SEQ ID 



NO 



(i) SEQUENCE CHARACTERISTICS 
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(A) 
(B) 
(C) 
(D) 



UEENGTH: 18 base pairs 

PE: nucleic acid 
S^RANDEDNESS : single 
TOPOLOGY : 1 inear 



(ii) MOLECULE TYPE: DNA/RNA 
(iii) HYPOTHE'BICAL : NO 
(iv) ANTI-SENBE: YES 



(xi) SEQUENCE pESCRIPTION: SEQ ID NO : 7 : 



GCGCGCCUCC UCGCTGG* 
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(2) INFORMATION FOr\sEQ ID NO : 8 : 




(i) 



SEQUENCE CHSARACTERISTICS: 

(A) LENGTHt 18 base pairs 

(B) TYPE: Aucleic acid 

(C) STRANDBDNESS : single 

(D) TOPOLOOy': linear 

(ii) MOLECULE TYPfe: DNA/RNA 

(iii) HYPOTHETICAL:! NO 

(iv) ANTI- SENSE: YES 

^ (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 

#:atgcaucc gcacaggc 
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